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WFIER R OMEEE (F£30) : Abundant and complex biological data represented in graphs or
natural languages are rapidly accumulating. In this research, we developed bioinformatics
technologies to analyze those data while considering phylogenetic relationships. These
technologies are the wheel tree method, a phylogenetic relationship representation method
considering vague phylogenetic topologies; NaviCluster, a tool for interactively
investigating complex and large biological networks; and a database for comprehensively
connecting genes and phenotypes.
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