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Methylobacterium species are methylotrophic plant-symbiotic bacteria
residing in the phyllosphere. They usually have Ca-dependent MxaF and Ln-dependent XoxF, both of
which are methanol dehydrogenase. The expression of these genes is switched by the presence of Ln.
In this study we investigated the molecular mechanism of the Ln switch, genetic and biochemistry of
the siderophore and lanmodulin, genetic and phenotypic analysis on methanol-chemotaxis that is also
dependent on Ln, and compartive genomics across all species in the genus to elucidate the core
genomes of Methylobacterium.
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