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Elucidation of the cooperative DNA recognition mechanism of transcription
factors in brassinosteroid-responsive gene regulation
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The phytohormone brassinosteroid (BR) plays an important role in plant
growth and development. BIL1/BZR1, the master transcription factor for BR signaling, has been
suggested to regulate transcription of BR-responsive genes in both repression and activation modes.
However, the molecular mechanism is still poorly understood. In this study, we show that the binding

of BIL1/BZR1 alone to the promoter, through nucleobase recognition by the DNA shape readout
mechanism, regulates transcription of BR-responsive genes repressively. We also discovered multiple
transcription factors that interact with BIL1/BZR1 and constructed an extended DAP-seq method to
analyze their target sequences genome-wide on promoter regions.
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