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Enzymatic insight into the microbiota formation in infant guts
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Gut microbiota formed during infancy significantly influences immune
development. We have elucidated that the oligosaccharides abundantly present in human milk (human
milk oligosaccharides) are responsible for the formation of bifidobacteria-rich microbiota in the
gut of breastfed infants. This study aimed to understand how naturally diversified amino acid
replacements in bacterial enzymes affect the formation of gut microbiota. As a result, we succeeded
in establishing a framework that enables us to understand the molecular basis underlying gut
microbiota formation and to more precisely analyze gut microbial metagenomic data.
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