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Identification of factors that simultaneously regulate the synthesis of several
flavonoid compounds
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Various flavonoids are synthesized by a sequential enzymatic reactions

called the flavonoid biosynthetic pathway. The flavonoids synthesized are basically dependent on the
enzymes possessed by the plant, and if an enzyme in the middle of the synthetic system loses its
function, the compounds synthesized downstream would not be synthesized. Genetic analysis of a
buckwheat mutant that does not synthesize flavonoids other than flavonols, which are synthesized in
the middle of the synthetic system, revealed that mutations in enzyme genes that work downstream
affect the synthesis of compounds synthesized upstream and downstream. The reason for this could be
that the mutant gene did not directly control the genes in the synthetic system, but rather
suppressed upstream synthesis due to feedback phenomena or other factors.
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