(®)
2021 2023

Elucidation of chromatin states regulating parasitism in plant pathogenic
filamentous fungi.

NAKAYASHIKI, HITOSHI
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The blast fungus, Pyricularia oryzae, has _both saprophytic and parasitic
lifestyles as a plant pathogen. In this study, we investigated epigenetic chromatin changes in as a
mechanism for switching between these "parasitic" and "saprophytic" lifestyles. Our findings reveal
that the P. oryzae genome contains genes that facilitate parasitism, including potentially
horizontally transferred genes that are localized to specific genomic regions that are primarily
regulated by H3K27me3. In addition, genes necessary for parasitism are also found in euchromatic
regions, which consist of highly conserved genes and are mainly regulated by H3K4me2/3.
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