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Investigation of the influence of labyrinthulean protists on DHA accumulation in
fish through the food web

Honda, Daiske

13,630,000

DHA( )
DHA

DHA
DHA

DHA
DHA

DHA (docosahexaenoic acid) in fish is suEposed to be supplied through the

food chain as an essential fatty acid, but the micro-organisms that supply it are not clear. The
labyrinthulean protists biosynthesize DHA, and the genus Aplanochytrium is known to prey on the
living diatom Skeletonema. Therefore, we investigated the abundance and diversity of labyrinthuleans
in the waters off Sanriku and estimated the accumulation of DHA in the copepods, and found that

labyrinthuleans have a greater influence on higher predators than other DHA producers such as
dinoflagellates and diatoms.
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