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Oocytes of many animals accumulate thousands of mRNAs that are
translationally repressed to direct emgryonic development. This study aimed to clarify the molecular

mechanisms that regulate the translation of these dormant mRNAs during oogenesis and embryogenesis.

In this study, we 1dentified a previously unknown RNA processing that shortens the 3' end
sequences of mRNAs. We then demonstrated that this RNA processing promotes the translational
activation of dormant mRNAs. We also found that the dormant mRNAs form granular structures during
oogenesis and embryogenesis. The changes in internal structures and states of these RNA granules
control the translation of assembled mRNAs. Our results revealed that the developmental processes
after fertilization are directed by the previously unknown mechanisms.
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