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We determined binding mode of several inhibitors/drugs (Tanaka et al., 2021,
J Med Chem). Using these drug-bound structures as template, we developed De novo inhibitors

employing Al-driven pratform (Abe et al., 2022, Commun Biol).
To clarity the specificity of cation transport among closely-related isoforms, we generate a mutant
proton pump in which two K+ is bound (Abe et al., 2021, Nat Cmooun) and a mutant that behave like
sodium pump (Young et al., 2022, Nat Commun).
We also determined cryo-EM structure of a soium pump isoform expressed in brine shrimp living in
dead sea (Artigas et al., 2023, PNAS)
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