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Closterium yabby knockout candidate strains were obtained. Anthoceros
agrestis KNOX2 and BELL ectopic expression strains were obtained and their phenotypes were observed.
Chara braunii LEAFY cDNA containing complete coding sequence was cloned and its nucleotide sequence
was determined. The cDNA were transformed to A. agrestis for ectopic expression. CRISPR-Cas9
construct with A. agrestis U6 promoter candidate was introduced to A. agrestis, but editing was not
confirmed. Confirmation of expression of each component should be performed. A new promoter

terminator combination for C. braunii was confirmed to be able to drive an exogeneous reporter gene
by particle bombardment.
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