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Promotion of emerging and re-emerging virus research using high-speed reverse
genetics

Fukuhara, Takasuke
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Using the rapid reverse ?enetics approach of SARS-CoV-2, we generated
various recombinant viruses and conducted the following investigations and development of novel
experimental systems:1.Characterization of mutant strains, 2.Elucidation of mechanisms for acquiring

resistance to antiviral drugs, 3.Clarification of the efficacy of vaccines in post-transplant
patients, 4.Development of a direct reverse genetics method through direct amplification of viral
genomes from saliva samples, 5.Construction of an efficient neutralization assay system using
GFP-tagged recombinant viruses, 6.Development of a mouse model of SARS-CoV-2 with assessable
pathogenicity, 7.Construction of an in vivo imaging system using recombinant SARS-CoV-2
incorporating Akaluc.

SARS-CoV-2 in vivo imaging
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Establishment of a simple high-speed reverse genetics system for SARS-CoV-2 and application research using recombinant

viruses.
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