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Clarification of signal pathway dependency of lung cancer using lung cancer
organoid library
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In this study, we focused on cancer-specific signal dependency in lung caner
cells. We used a previously established patient-derived lung cancer organoid library. We performed
niche dependency analysis for the established organoids, which clarified the diversity of signal
dependency of lung cancer cells. Specifically, we found NKX2-1 negative lung adenocarcinoma cells
are highly dependent on Wnt signals for cell proliferation. In addition, we found subgroups of small
cell lung cancer are highly dependent on IGF signals for proliferation. These findings clarify the
biological heterogeneity of lung cancer cells and propose preclinical rationales to target these
signal alterations for lung cancer treatment.
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