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Investigation of molecular mechanisms for constitutive IRF4 expression in T-cell
malignancies

Nakagawa, Masao

13,300,000
T
T IRF4 IRF4
ATACseq IRF4 open chromatin
T IRF4 BATF3
PD-L1 T PD-L1-CAR-T
T T IRF4
PD-1
T PD-L1-CAR-T

Compound library screenin? revealed a compound, which can reduce IRF4
protein expression in multiple T-cell lymphoma cell lines, including adult T-cell leukemia lymphoma
cell lines. ATACseq analysis was performed to analyze the mechanism of conctitutive IRF4 expression,
but no common open chromatin region around the IRF4 locus was found among multiple cases. Tissue
microarray analysis of T-cell lymphomas revealed the expression frequency of IRF4 and BATF3 by
disease type. PD-L1-CAR-T generated in this project exhibited superior cytotoxic activity against

PD-L1 high expressing T-cell lymphoma cells.
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