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Comprehensive association study between Complement C4 and schizophrenia
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Genome-Wide Association Studies (GWAS) of schizophrenia have highlighted the
Major Histocompatibility Complex (MHC) region as candidate region, with complement component 4 (C4)
being identified as a potential susceptibility gene. In this study, we utilized Japanese
schizophrenia GWAS data to perform C4 imputation and examined the associations. Our findings
revealed that, in contrast to previously reported data from Caucasian populations, a different
haplotype was associated with schizophrenia. These results suggest the possibility of ethnic
differences and indicate that further research could lead to a more precise identification of
susceptibility genes
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