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Type 11 alveolar epithelial cells (AT2) are cells with heterogeneous
morphology, including stemness as stem cells, and changes in AT2 morphological heterogeneity and
reduced stemness may be involved in disease progression. We investigated AT2 plasmatic heterogeneity

in diseased lungs by single-cell transcriptomic analysis. As a result, we identified an
inflammatory AT2 (iAT2) trajectory that differentially transforms into an AT2 population that highly
expresses inflammatory molecules. In this study, we will analyze the role of IAT2 in the
pathogenesis of COPD and its functional analysis, which will lead to the elucidation of the
pathogenesis of intractable respiratory diseases as well as the development of novel AT2-targeted
therapies.
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