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Clarification of microenvironmental network focusing on abnormal stromal cells
in malignant lymphomas

Sakata-Yanagimoto, Mamiko

13,500,000
T AITL
AITL
AITL FDC)
CAF
CAF
AITL AITL
AITL
CAF

Angioimmunoblastic T-cell lymphoma (AITL) is a refractory hematologic
malignancy characterized by the proliferation of stromal cells and endothelial cells. This study
aimed to elucidate the microenvironments of AITL. Single-cell analysis revealed that the stromal
cells in AITL include a novel subcluster with characteristics of cancer-associated fibroblasts
(CAFs), rather than the previously assumed follicular dendritic cells (FDCs). The expression of
marker genes of the CAF-like cluster of AITL revealed characteristics such as high expression of
markers associated with inflammatory CAFs, indicating features similar to stromal cells observed in
solid tumors. Furthermore, genes related to extracellular matrix assembly and collagen production
were highly expressed in the CAF-like cluster of AITL.
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