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Roles of p53-dependent long non-coding RNAs in adipose tissues and blood vessels
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i We aimed to identify p53-QeEendent long non-coding RNAs (IncRNAs) in adipose
tissue and vascular endothelial cells that are link to senescence. In addition, we aimed to

elucidate the role of p53-IncRNAs and their epigenomic regulation in endocrine and metabolic
diseases. Since p53 is also important in stemness, we identified p53-dependent IncRNAs and
investigated their role in the survival and stemness maintenance of human ES cells. We found that
one of the p53-IncRNAs suppresses key stemness genes, increases the TGF-f signaling pathway, and
induces the differentiation of stem cells into fibroblast-like cells. As IncRNAs can act as miRNA
sponges, we also focused on miRNAs that link aging and cancer. We investigated the mechanism of
miR-874-mediated tumor suppression in breast cancer cells. miR-874 overexpression activates p53/Myc
pathway and suppresses the mevalonate pathway, suggesting that these non-coding RNAs may have a role
in the pathological regulation of cancer and aging.
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