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Genetic analysis of circulating tumor cells using a microfilter device
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Genetic analysis of circulatin? tumor cells are associated with cancer
metastasis and prognosis but their scarcity in whole blood prevents their use as a diagnostic tool.
The purpose of the present study was to establish a novel approach to capture and cultivate CTCs
using a microfilter device. A non-invasive, size-based filtering modality was developed in the
present study, which is able to effectively isolate and culture CTCs and CTC clusters from clinical
patients with cancer to characterize these peripheral cells for therapy response predictions.
Cultured CTCs may be used for patient-specific drug susceptibility testing and genomic profiling of
cancer.
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First observation Second observation Third observation
Case
Day = Cell  Cluster Colony | Day  Cell  Cluster Colony | Day = Cell  Cluster = Colony
1 0 0 0 0 21 5 0 0 50 0 1 0
2 0 0 0 0 23 3 1 0 44 0 1 0
3 0 0 0 0 27 2 0 3 42 0 0 2
4 0 18 2 0 43 3 1 1 103 8 0 2
5 0 0 1 0 42 1 1 0 102 1 2 2
6 0 0 0 0 38 0 1 2 98 0 1 0
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Case Filter Observation
Day Cell Cluster Colony
7 R8 23 7 5 0
8 R8 23 7 0 0
9 R8 40 0 0 0
R15 40 0 5 3
10 R8 41 0 0 0
R15 41 0 2 1
11 R8 54 0 0 0
R15 54 0 2 0
12 R8 54 0 4 44
R15 54 0 0 0
13 R8 47 0 0 3
R15 47 0 1 1
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Observation
Case Filter
Days Cell Cluster Colony
14 R8 49 0 1 1

RI5 71 2 0 5
15 R8 61 0 1 2
RIS 62 0 0 0
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