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A community-based cohort study on the gut microbiota and the lifestyle-related
diseases, dementia, and depression: the Hisayama Study

Ninomiya, Toshiharu
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Recently, the influence of the gut microbiota on lifestyle-related diseases
and geriatric disease has been attracting attention. In this study, we investigated the association
between the gut microbiota and metabolic Syndrome (MetS) among 1,648 residents aged 40 and over who
underwent health examinations in 2017-18 in Hisayama Town, Fukuoka Prefecture. The results showed
that the odds ratio of the presence of MetS decreased with higher proportion of Bifidobacterium.
Additionally, when examining the relationship with frailty in subjects aged 65 and over, it was
found that the odds ratio of the presence of frailty significantly decreased with higher proportions

of Feacalibacterium, Akkermansia, and Lachnospira. On the other hand, there were no significant

?ssgciations between the gut microbiota and the volumes of various brain regions and white matter
esions.
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