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Deciphering hepatic feeding-state-dependent metabolic gene regulation
coordinated by intercellular crosstalk

Sakai, Mashito

13,400,000

The expression of hepatic metabolic enzymes is regulated at the gene
transcription level, mainly by hormones and nutrients, thereby maintaining the systemic homeostasis
of glucose and lipid metabolism. Kupffer cells are resident macrophages in the liver and are assumed

to affect hepatic gene expression through secreted factors. We investigated the role of Kupffer
cells in hepatic metabolic gene regulation using inducible Kupffer cell ablation and found that
Kupffer cell-derived factors regulated hepatic metabolic genes including glucocorticoid receptor
target genes in hepatocytes during feeding.
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Decoding Environmentally Driven Gene Regulatory Networks in Hepatic Macrophages
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