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Establishment of autonomous epigenetics analysis for clinical application
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A prototype of an autonomous epigenetics analysis system utilizing robotics
was established. Specifically, the optimization of pretreatment for pathological tissue samples was
performed, and ChlP-seq analysis was conducted on over 200 frozen lung cancer tissue samples. The
obtained data was processed through an end-to-end pipeline, resulting in high-quality data.
Additionally, the combination of three-dimensional genome structure analysis (Hi-C) and whole-genome

sequencing elucidated the relationship between epigenetic abnormalities and gene expression.

Furthermore, an autonomous machine learning model was constructed, attempting to predict drug
targets from sparse Hi-C data.
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