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Development of new technology for mine drainage remediation without organic
substrate addition using coculture system of oligotrophic bacteria and

heterotrophic Mn(ll1)-oxidizing bacteria

Miyata, Naoyuki
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To establish an eco-friendly process for mine drainage remediation using Mn
(I1)-oxidizing bacteria, this study investigated the supply of organic substrates for heterotrophs
and Mn(l1) oxidation in microbial cultures enriched without addition of organic substrates. The
results suggested that oligotrophs actively grow in the cultures and serve as suppliers of organic
substrates for heterotrophic Mn(ll) oxidizers. The oligotroph strains isolated had the ability of
carbon fixation, which was shown to contribute at least partly to the production of organic
substances in the oligotrophs. Such microbial cultures enriched without addition of organic
substrates could remove dissolved Mn(1l) from actual mine drainage, so that we concluded that the
cultures are highly applicable for treatment of Mn(ll)-containing mine drainage.
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