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Involvement of chromatin structure and histone variants in reprogramming of gene
expression
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After fertilization, differentiated oocytes are transformed to totipotent
zygotes. In this process, reprogramming of gene expression accompanied with the change in chromatin
structure occurs. The purpose of this project is to clarify the mechanism of regulating
reprogramming by focusing histone variants which are involved in the regulation of chromatin
structure and gene expression. The results showed that H3.3, H2A.X/TH2A and Hlfoo/Hla as the
variants of H3, H2A and H1, respectively, are abundant in totipotent 1-cell stage embryos. The
chromatin structure composed of these variants are loosened, which caused a promiscuous gene
expression.
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