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Microbial DNA-based monitoring is a promising tool for environmental
monitoring. To assess applicability of this tool on subsurface resource developments this study
applied microbial DNA-based monitoring to an operating oilfield in Japan. Fluid samples were
collected periodically from nine production wells and two injection wells in the Sarukawa oilfield
(Alita prefecture) for three years. DNA was extracted from the samples and the microbial
composition was analyzed. A comparative analysis of the microbial profiles suggested possible
contribution of each reservoir formation to production reservoir compartmentation by faults well

connectivity and water breakthrough demonstrating that microbial DNA-based monitoring can provide
useful information for subsurface resource developments.
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