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Serial transfer
Experimental adaptive evolution assay of a cyanobacterium to high temperature

using serial transfer method.
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We performed a long-term laboratory evolutionary experiment to test the
hypothesis that moderate cyanobacteria can adapt to high temperatures beyond their growth limit by
accumulation of mutations. The high temperature-adapted strain had a number of new mutations during
a long-term cultivation at high temperature. Structural changes in the cells were also confirmed by
electron microscopic analysis. Transcript profiles under normal conditions were also different. We
also confirmed trade-offs in the temperature range of growth between the adapted strain with the

parental strain.
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