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Analysis of the processes responsible for the uptake and synthesis of serine in
Campylobacter jejuni
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Campxlobacter jejuni is major causes of gastroenteritis worldwide. The
major energy sources for growth of C. jejuni are serine, aspartate, glutamic acid and proline. Among
them, serine is a particularly important energy source for C. jejuni, although the mechanisms
underlying its uptake and synthesis remain unclear.

In this study, we found that two proteins with high affinity for serine (CjSBP and CjSBP-2) form a
heterodimer in C. jejuni strain NCTC 11168 and are involved in serine uptake. In addition, we found
that CjSBP, instead of CjSBP-2, forms a homodimer for serine synthesis. Furthermore, we identified

a group of genes responsible for the regulation of cjsbp gene synthesis.
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