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The mechanism of transcriptional activation of 3-hydroxybenzoate (3-HB)
degradative genes from Burkholderia multivirans ATCC17616 and Cupriavidus necator NH9 was analyzed.
The results showed that the transcription of 3-HB degradative genes of both strains was activated by

LysR-type regulator, MhbR, of respective strain with 3-HB and gentisic acid as inducers. Five amino
acids involved in inducer recognition by MhbR(ATCC17616) were clarified. MhbR(ATCC17616) was
further shown to activate transcription of 3-HB degradative genes from C necator NH9. The
comparative analysis using the nucleotide sequences of the promoter regions of 3-HB genes of the two
strains revealed that MhbR(ATCC17616) recognizes nucleotide sequence of the promoter regions which
are distantly related with those previously known as sequences recognized bg the LysR-type
regulators. This result indicated that the nucleotide sequences recognized by LysR-type regulators
are more diverse than previously known.
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