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Role of cell polarity control pathway in lifespan control
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In this stud¥, we examined the ﬁossibility that the yeast cell polarity
control pathway, which is functionally related to the checkpoint mechanism, may be involved in
lifespan control that is newly activated during environmental adaptation (under alcohol fermentation
conditions). As a result, we found that the fermentation process consists of two phases. These are
the early phase (phase 1), in which yeast grows and alcohol fermentation begins, and the latter
phase (phase 2), in which growth stops and the fermentation continues. Further, it was found that
Bubl of budding yeast, an essential molecule for the spindle assembly checkpoint, and Cdsl of
fission yeast, an essential molecule for the DNA integrity checkpoint, are unlikely to be involved
in lifespan control under high ethanol conditions (phase 2). On the other hand, it was suggested
that fission yeast Bubl may be partially involved in lifespan control in phase 2.
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