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Investigation for the mexchanism underlying accumulation of amino acids in yeast
vacuoles
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In this research, we identified SPAC24H6.11c (vsbl+), which is essential for
the accumulation of basic amino acids into vacuoles of Schizosaccharomyces pombe. We also found a
conserved acidic residue in the first putative transmembrane domain, Aspl74, is required for its
activity. Vsbl homologs are highly conserved among fungi, suggesting that the accumulation of basic
amino acids in vacuoles by Vsbl plays an important physiological role in these organisms.
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