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Study on suppressor mutants elongate the bz1728 mutant short root
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This research aims to elucidate the mechanisms underlying both growth
promotion and stress responses in plants. Specifically, it involves the investigation of a double
mutant plant (bz1728) with bZIP17 and bZIP28 deficiencies, which exhibits root elongation
inhibition. Suppressor mutants named "nobiro" were explored to recover the root elongation in
bz1728. The research identified the causative mutations in the nobiro lines and conducted molecular
genetic functional analyses for each mutation. The findings revealed that the mutations in nobiro6,
nobirol, and nobiro9 each recover root elongation inhibition through different mechanisms.
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