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Molecular mechanisms involving in bulb formation and dormancy inducton in
geophyte
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Optimal nitrogen application in growth of seedling was investigated in
edible lotus, and molecular mechanisms related to plant hormone biosynthesis and metabolism were
addressed. Expression of 9 genes in gibberellin biosynthetic enzyme and 8 genes in gibberellin
metabolism enzyme was observed by RT-PCR in lotus rhizome. On the other hand, 16 biosynthetic enzyme

genes and 7 metabolism enzyme genes in abscisic acid were expressed. The gene expression levels
were compared between elongated and enlarged rhizome in transcriptome analysis, and differences in
the expression levels of several genes were observed. In addition, ecological characteristics
related to bulb dormancy between Easter lily and Formosan lily were examined.
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