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In this study, we attempted genetic recombination between V. dahliae and
other Verticillium species to investigate genetic factors involved in virulence on eggplant.
Protoplast fusion between a strain of V. dahliae which is highly virulent on eggplant and less
virulent other species (V. longisporum, V. alfalfae) was performed. Most recombinants appeared to
have entire genome of both parental strains of each species. Interestingly, all fusants between V.
dahliae and V. longisporum lost pathogenicity on eggplant. In contrast, fusants between V. dahliae
and V. alfalfae were pathogenic on eggplant. These results indicate that there is some kind of
genetic factor which suppress pathogenicity on eggplant completely in the genome of V. longisporum,
but not in the genome of V. alfalfae.
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