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Development of basic_techpolo%y for_isolating lactic acid bacteria and
Elucidation of the microbial flora involved iIn spontaneous fermentation

winemaking

Otoguro, Misa
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vini JCM 14280T 16 PCR

Althou?h the isolation of motile lactic acid bacteria is sample-dependent,
it was shown that it is possible to isolate motile lactic acid bacteria using the multi-well plate
method. Furthermore, as a way to solve the problem of sample dependency, it was shown that PCR using
primers designed based on the sequence of the fliG gene of L. vini JCM 14280T may be useful for

screening samples.

It was revealed that regional differences at the genus, species and strain levels are observed in
the yeasts that inhabit the natural fermentation liquid of grapes, and that these differences impart
different characteristics to the aroma and flavor components of wine. In winemaking, it was shown
that it is possible to create wines that reflect the terroir, which has the "characteristics of the

land."
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