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This research aims to elucidate the insect vector species for avian
haemosporidian parasites of the genus Haemoproteus, which widely infect birds in Japan and may be
the lethal risk on naive birds kept outside their habitat (ex-situ), such as penguins. As a result,
several genetic lineages of the Haemoproteus parasites carried by wild birds in Japan were detected
from multiple species of genus Culicoides, including C. arakawae and C. kibunensis. This result
suggests for the first time in Japan that these biting midges may act as vectors for the
Haemoproteus in Japan. In addition, it is possible that some genetic lineages of Haemoproteus may be

pathogenic to host birds, and it is necessary to continue monitoring the infection status of
Haemoproteus parasites in Japan.
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