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Drug discovery research targeting the mechanism of peptide metabolism in sugar
non-fermenting Gram-negative bacteria
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In this research, we led to the development of antimicrobial agents with new

mechanisms of action that contribute to the treatment of infections caused by certain
multidrug-resistant bacteria. In collaboration with Kobe University, Niigata University, Nagaoka
University of Technology, Kitasato University, JAXA, and others, we have been studying the crystal
structure of target molecules and compound interactions required for SBDD, including the recognition
mechanism of the S2 subsite of DPP7 from multidrug-resistant bacteria, which are sugar
non-fermentative gram-negative bacteria that use peptides as a nutrient source. We have been
conducting research on the crystal structure of target molecules and compound interactions required
for SBDD. In this studx, we advanced compound design by SBDD and succeeded in finding the compounds
that inhibit the growth of certain multidrug-resistant bacteria and periodontal disease bacteria and
patent application was filed.
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