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AS2, a key factor in leaf formation in Arabidopsis, is a member of the
AS2/1L0B family with a plant-specific AS2/LOB domain. AS2 is involved in maintaining suppressed
expression of the leaf abaxialized factor ETTIN. AS2 binds to the CGCCGC sequence of ETTIN, and
forms granules (AS2 bodies) at the periphery of the nucleolus, and partially colocalizes with
condensed 45S rDNA repeats. In addition, nucleolar localized proteins cooperate with AS2. However,
the relationship between AS2 body formation, CGCCGC sequence binding, and the function of nucleolus
was unclear. In this study, we elucidated the molecular function of the AS2/LOB domain of AS2 and
showed that the structure of the periphery of the nucleolus plays an important role in AS2 body
formation and function.
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