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Genome DNA dynamics in the transition from vegetative to reproductive growth
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Plants show two different growing ﬁrocesses: vegetative growth, which is the
process of enlarging the body, and reproductive growth, which is the process of producing
reproductive cells for the next generation. It is important to regulate the timing of reproductive
growth from vegetative growth in order to ensure that plants can survive and produce offspring in
response to environmental changes. The molecular switch mechanism of gene expression is important
for this process, and there are many unknowns about the molecular level switching mechanism. This
study revealed that the sites where microRNAs, which are regulators of expression, are formed
(undergo processing) are quite scattered in the nucleus. Previous reports suggested that microRNAs
are localized in a few granular structures in the nuclei, but the present study clearly showed that
such results of preceding reports need to be reexamined in a condition as natural as possible.
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