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Resgar?h of signal transduction mechanism by sole LRR-type receptor in primitive
red algae
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The expression and purification methods of the sole transmembrane receptor
in primitive red algae Cyanidioschyzon merolae has been developed. I obtained the proteins of
sufficient quality and quantity for protein crystallization screening and protein-protein
interaction analysis with baculovirus-insect cell expression system. In addition, we used
baculovirus-silkworm protein expression system and successfully obtained the proteins that were
difficult to express in the insect cell system. These results iIndicate that the protein expression
system using silkworm and insect cells is useful for 3D structural analysis and protein-protein

interaction assays in plant research.
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