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In this study, we investigated the function of RecQ4 to clarify the
mechanism of DNA double-strand break (DSB) repair pathway choice. The two pathways are known to be
involved in DSB repair: non-homologous end-joining, which is initiated by Ku70/Ku80 complex, and
homologous recombination, which is initiated by MRE11l. Our results suggest that the N-terminal
fragment of RecQ4 inhibited both the Ku70/Ku80 complex formation and the endonuclease activity of
MRE11. RecQ4 may affect the DSB repair pathway choice through its N-terminal domain.
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N-terminal region of RecQ4 inhibits non-homologous end joining and chromatin association of the 2021
Ku heterodimer in Xenopus egg extracts
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