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Establishment of various and comparable liver injury models with low molecular
weight compounds
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In this study, we aimed to establish a set of comparable liver dysfunction
models using low molecular weight compounds. Using the established models, we constructed two
benchmark datasets for the immune cell ratio estimation method (deconvolution method) and
demonstrated the importance of considering tissue specificity and species differences in the
deconvolution method. The results were published in the international journals NARGAB and Toxicol
Sci, respectively. In particular, the rat deconvolution dataset is the first of its kind in the

world, and is expected to promote the utilization of large-scale toxicity databases obtained from
rats, such as Open TG-GATEs and DrugMatrix.
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