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We found that overexpression of JSAP1 gand JSAP2) induces chromosomal
SAC) components at the prometaphase

instability and reduces levels of spindle assembly checkpoint
kinetochore. On the other hand, in JSAP2-depleted cells, we observed increased levels of SAC
components at the prometaphase kinetochore and chromosome alignment abnormalities. The results of
our study revealed that JSAP proteins may be involved in the regulation of faithful chromosome
segregation as an important factor in the maintenance of chromosomal stability.
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