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Lipidomics using isobaric mass tags: Development of analytical methodology for
large scale samples

Tokuoka, Suzumi

3,100,000

4000

The number of target lipids for isobaric mass—taggin? lipidomics was
increased. A short time measurement system of 3 minutes per sample was established by utilizing ion
mobility. Standard blood samples for data correction were prepared and examined to ensure sufficient
quantity and quality for long-term operation. The throughput of the pretreatment procedure of
multiple blood samples was improved several-fold. In order to solve the bottleneck of data analysis,
new software was built with a collaborator to enable data processing of several thousand samples.
Four thousand blood samples were measured, and integrated analysis with blood clinical test value
information was performed. Correlations among specific lipid components as well as specific patterns
of correlations between various blood clinical test values and several lipids were demonstrated,
validating the usefulness of this method.
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