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Inhibitors of Virus Polymerization Proteins

Kami, Daisuke

3,200,000

_ RNA SARS-CoV-2
RNA N protein N protein FRET
EGFP _ i
N protein N-protein
N protein

RNA SARS-CoV-2
RNA

The SARS-CoV-2 RNA virus has caused a global pandemic and competition to
develop therapeutics has intensified. Most therapeutic drug targets are viral surface antigens or
RNA polymerases, and there are no reports of therapeutic drug development aimed at eliminating
increased viral genomic RNA in cells. Genomic RNA is stabilized intracellularly by binding to
nucleocapsid protein (N-protein) and further polymerization between N-proteins. Polymerization of
N-protein is inhibited by inhibition of viral synthesis, and inhibition of N-protein polymerization
is also inhibited by inhibition of viral synthesis. These results and the construction of an
analytical system may be a pioneering method for the development of new therapeutic agents against
many viruses with N-proteins.
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