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Identification of novel ATL biomarkers for stratifying onset risk and evaluation
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Twenty genes showing significant differences between ATL cells and Treg
cells were identified through DNA microarray analysis of ATL cells. The top five genes (CADM1,
Tex19, ID1, HoxB9, MEIS2) were evaluated as ATL biomarkers. CADM1 showed induction parallel to
malignancy progression; ID1 and Tex19 exhibited constant expression across all malignant types; and
HoxB9 and MEIS2 were expressed only in acute-type ATL, categorizing them into three groups.
Inducible Tex19 and ID1 across all ATL subtypes suggest their role as ATL onset risk markers, while
HoxB9 and MEIS2, limited to acute-type ATL, hint at their potential as prognostic markers for
disease progression.
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