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Molecular genetic analysis of adult high-grade gliomas, focusing on two subtypes
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DNA methylation profiling analyses of high-grade infiltrating gliomas
harboring FGFR3::TACC3 fusion gene (F3T3-HGG), utilizing both in-house and public datasets, revealed
that a subset of the cases exhibit a distinct DNA methylation profile. Additionally, it was shown

that detecting increased FGFR3/TACC3 gene copy numbers enabled the diagnosis of F3T3-HGG with a
reasonable accuracy.

Clinicopathological and molecular analyses were carried out on a newly defined tumor type termed
polymorphic glioblastoma. The study revealed that polymorphic glioblastoma comprises a heterogeneous
tumor group, including cases distinguished from conventional glioblastoma by features such as

prolonged survival, loss of mismatch repair protein expression, or distinct DNA methylation profiles
recently reported.
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HPAP  De novo replication repair deficient
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