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Analysis of molecular mechanisms in RNA activation
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The aim of this study was to elucidate the molecular mechanism of
transcription activation (RNAa) by microRNAs, which is not well known. In addition to the
miRNA/AGO/TNRC6 complex, we identified the DDX21/CDK9 complex as a transcriptional activator. We
also identified the release of RNA pol Il pausing as the mechanism of transcriptional activation by
the DDX21/CDK9 complex. These findings reveal a new role and mechanism for microRNAs in the nucleus.
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A mouse model of DICER1 syndrome develops hepatic mesenchymal hamartoma.
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A mouse model of DICER1 syndrome develops cirrhosis, bile duct hyperplasia and hepatic tumors
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Model mice that mimic the genotype of DICER1 syndrome develop hepatic mesenchymal hamartoma.

2021




Liver-specific DICER1 syndrome model mouse develops cystic liver tumor.
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A mouse model of DICER1 syndrome develops cirrhosis, bile duct hyperplasia and hepatic tumors.
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