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Elucidation of maturation mechanism of insulin producing cells induced by direct
reprogramming
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Our studK suggested that insulin producing-cells induced by direct
reprogramming with OKAP have higher effectiveness and maturation rate than any other way to produce
B -cells. In the future study, we have to elucidate detail maturation mechanism of our insulin
producing cells.
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K-factor (GLIS1)
The Kriippel-like zinc finger

transcription factor:
GLI-similar 1(GLIS1)
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Insulin / GAPDH (CHK1(Dox lug/mL)% 1 & UT=B§d )
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Insulin / GAPDH (CMK1(Dox 1ug/mL)% 1 & LT=B0LE)
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