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Physig!ogical and ecological roles of type VI secretion system in Helicobacter
cinaedi .
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i i _ For searching effectors of the type VI secretion system of Helicobacter
cinaedi, the 48 candidate genes with lethal effects on Escherichia coli were expressed alone. The

gene encoding the microbial ribonuclease-like domain repressed E. coli growth. Although the gene
repressed the growth of E. coli, the strain did not inhibit the growth of other lineages or the

closely related species of H. cinaedi strains, and H. fennelliae, the second most frequently
isolated species next to H. cinaedi from the human intestinal tract.
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Helicobacter cinaedi is a human-adapted lineage in the Helicobacter cinaedi/canicola/ 2022
* magdeburgensis’ complex
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