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The innate immune response to novel coronaviruses
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The novel coronavirus pandemic has caused social stagnation and threatened
the lives of the public. In this research project, | attempted to elucidate the innate immune
recognition mechanism of novel coronaviruses and the innate immune evasion mechanism of novel
coronaviruses. As a result, | found that novel coronaviruses are recognized by RIG-1-like receptors.

Furthermore, 1 found that an accessory protein encoded in the novel coronavirus gene suppresses the
innate immunity of the host.
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