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This research project aimed to elucidate the molecular mechanisms underlying
the impact of obesity on cancer development and progression. We demonstrated that the
nutrient-sensing mTORCL pathway plays a crucial role in maintaining energy balance in cancer cells.
Employing polysome profiling and RNA-seq analysis, we identified mRNAs translationally activated in
tumors. This analysis led to the proposal of a novel concept, "dynamic changes in disease mRNA
translation for protein homeostasis maintenance,” which significantly contributed to unraveling the
mechanisms of obesity-associated cancer development. During the grant period, we published a
corresponding-author paper in Cell Metabolism and co-authored articles in high-impact journals such
as Science Advances, Aging Cell, and Hepatology.
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